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The supplementary information includes two figures, one table, and four large datasets as separate Excel documents. Figure S1 shows sequencing saturation analysis of the two libraries of A1 and B1. Figure S2 shows distributions of clean reads from the A1 and B1 samples on reference genes. Table S1 provides reads on the reference genes (from 5'-3') were evenly distributed. A, Distribution of clean reads from A1 on the reference genes; B, Distribution of clean reads from B1 on the reference genes. Table Table Table Table S1 
